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1F10 Heavy Chain (SEQ ID NO: 1) 

5'GAGTTTGGGCTGAGCTGGCTTTTTCTTGTGGCTATTTTAAAAGGTGTCCAG 

TGTGAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGT 

CCCTGAGACTCTCCTGTGCAGCCTCTGGATTCACCTTTAGCAGCTATGCCATG 

AGCTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAGTGGGTCTCAGCTATTA 

GTGGTAGTGGTGGTAGCACATACTACGCAGACTCCGTGAAGGGCCGGTTCAC 

CATCTCCAGAGACAATTCCAAGAACACGCTGTATCTGCAAATGAACAGCCTG 

AGAGCCGAGGACACGGCCGTATATTACTGTGCGAAAGCCCCTCCTAACTGGG 

GATCGTTTGACTACTGGGGCCAGGGAACCCTGGTCACCGTCTCCTCAGGGAG 

TGCATCCGCCCCAACCCTTTTCCCCCTCGTCTCCTGTGAGAATTCC3' 



1F10 Light Chain (SEQ ID NO: 2) 

5'GATATTGAGCTCACGCAGTCTCCACTCTCCCTGCCCGTCACCCTTGGACA 

GCCGGCCTCCATCTCCTGCAGGTCTAGTCAAAGCCTCGTATACAGTGATGGA 

AACACCTACTTGAATTGGTTTCAGCAGAGGCCAGGCCAATCTCCAAGGCGCC* 

TAATTTATAAGGTTTCTAACTGGGACTCTGGGGTCCCAGACAGATTCAGCGGC 

AGTGGGTCAGGCACTGATTTCACACTGAAAATCAGCAGGGTGGAGGCTGAGG 

ATGTTGGGGTTTATTACTGCATGCAAGGTACACACTGGCCTCGGACGTTCGGC 

CAAGGGACCAAGGTGGAAATCAAACGAACTGTGGCTGCACCATCTGTCTTCA 

TCTTCCCGCCATCTGATGAGCAGTTGAAATCTGGAACTGCCTCTGTTGTGTGC 

CTGCTGAATAACTTCTATCCCAGAGAGGCCAAAGTACAGTGGAAGGTGGATA 

ACGCCCTCCAATCGGGTAACTCCCAGGAGAGTGTCACAGAGCAGGACAGCA 

AGGACAGCACCTACAGCCTCAGCAGCACCCTGACGCTGAGCAAAGCAGACT 

ACGAGAAACACAAAGTCTACGCCTGCGAAGTCACCCATCAGGGCCTGAGCTC 

GCCCGTC AC AAAG AGCTTC AAC AGG3 ' 



3H1 Heavy Chain (SEQ ID NO: 3) 

5'GAGTTTGGGCTGAGCTGGGTTTTCCTCGTTGCTCTTTTAAGAGGTGTCCAG 

TGTCAGGTGCAACTGGTGGAGTCTGGGGGAGGCGTGGTCCAGCCTGGGAGGT 

CCCTGAGACTCTCCTGTGCAGCGTCTGGATTCACCTTCAGTAGCTATGGCATG 

CACTGGGTCCGCCAGGCTCCAGGCAAGGGGCTGGAGTGGGTGGCAGTTATAT 

GGTATGATGGAAGTAATAAATACTATGCAGACTCCGTGAAGGGCCGATTCAC 

CATCTCCAGAGACAATTCCAAGAACACGCTGTATCTGCAAATGAACAGCCTG 

AGAGCCGAGGACACGGCTGTGTATTACTGTGCGAGAGATCGGGAGTGGCTGA 

GGTACTACTACTACGGTATGGACGTCTGGGGCCAAGGGACCACGGTCACCGT 

CTCCTCAGGGAGTGCATCCGCCCCAACCCTTTTCCCCCTCGTCTCCTGTGAG 

AATTCC3' 



FIG. 6A 



3H1 Light Chain (SEQ ID NO: 4) 



5'GACATTGAGCTACGCAGTCTCCATCTTCCGTGTCTGCATCTGTAGGAGAC 

AGAGTCACCATCACTTGTCGGGCGAGTCAGGGTATTAGCAGCTGGTTAGCCT 

GGTATCAGCAGAAACCAGGGAAAGCCCCTAAGCTCCTGATCTATGTTGCATC 

CCGTTTGCAAAGTGGGGTCCCATCAAGGTTCAGCGGCAGTGGATCTGGGACA 

GATTTCACTCTCACCATCAGCAGCCTGCAGCCTGAAGATTTTGCAACTTACTA 

TTGTCAACAGGCTAACAGTTTCCCTCGGACGTTCGGCCAAGGGACCAAGGTG 

GAAATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTCCCGCCATCTGA 

TGAGCAGTTGAAATCTGGAACTGCCTCTGTTGTGTGCCTGCTGAATAACTTCT 

ATCCCAGAGAGGCCAAAGTACAGTGGAAGGTGGATAACGCCCTCCAATCGG 

GTAACTCCCAGGAGAGTGTCACAGAGCAGGACAGCAAGGACAGCACCTACA 

GCCTCAGCAGCACCCTGACGCTGAGCAAAGCAGACTACGAGAAACACAAAG 

TCTACGCCTGCGAAGTCACCCATCAGGGCCTGAGCTCGCCCGTCACAAAGAG 

CTTC AAC AGG3 ' 



1 A2 Heavy Chain (SEQ ID NO: 5) 

5'GAATTTGGGCTGAGCTGGATTTTCCTTGCTGCTATTTTAAAAGGTGTCCAG 

TGTGAGGTGCAGCTGGTGGAGTCTGGGGGAGGCTTGGTAAAGCCTGGGGGGT 

CCCTTAGACTCTCCTGTGCAGCCTCTGGATTCACTTTCAGTAACGCCTGGATG 

AGCTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAGTGGGTTGGCCGTATTA 

AAAGCAAAACTGATGGTGGGACAACAGACTACGCTGCACCCGTGAAAGGCA 

GATTCACCATCTCAAGAGATGATTCAAAAAACACGCTGTATCTGCAAATGAA 

CAGCCTGAAAACCGAGGACACAGCCGTGTATTACTGTACCACAAGCTGGAAC 

TACAGGTACTACTTTGACTACTGGGGCCAGGGAACCCTGGTCACCGTCTCCTC 

AGGGAGTGCATCCGCCCCAACCCTTTTCCCCCTCGTCTCCTGTGAGAATTCC 

3' 



1 A2 Light Chain (SEQ ID NO: 6) 

5 ' G AC ATTG AGCTC ACGC AGTCTCC AG ACTTTC AGTCTGTG ACTCC AAAGG A 

GAAAGTCACCATCACCTGCCGGGCCAGTCAGAGCATTGGTAGTAGCTTACAC 

TGGTACCAGCAGAAACCAGATCAGTCTCCAAAGCTCCTCATCAAGTATGCTT 

CCCAGTCCTTCTCAGGGGTCCCCTCGAGGTTCAGTGGCAGTGGATCTGGGAC 

AGATTTCACCCTCACCATCAATAGCCTGGAAGCTGAAGATGCTGCAACGTAT 

TACTGTCATCAGAGTAGTAGTTTACCTCGGACGTTCGGCCAAGGGACCAAGG 

TGGAAATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTCCCGCCATCT 

GATGAGCAGTTGAAATCTGGAACTGCCTCTGTTGTGTGCCTGCTGAATAACTT 

CTATCCCAGAGAGGCCAAAGTACAGTGGAAGGTGGATAACGCCCTCCAATCG 

GGTAACTCCCAGGAGAGTGTCACAGAGCAGGACAGCAAGGACAGCACCTAC 

AGCCTCAGCAGCACCCTGACGCTGAGCAAAGCAGACTACGAGAAACACAAA 

GTCTACGCCTGCGAAGTCACCCATCAGGGCCTGAGCTCGCCCGTCACAAAGA 

GCTTCAACAGG3' 

FIG. 6B 



A7 Heavy Chain (SEQ ID NO: 7) 

5'GAGTTTGGGCTGAGCTGGATTTTCCTTGCTGCTATTTTAAAAGGTGTCCAG 

TGTGAGGTGCAGCTGGTGGAGTCTGGGGGAGGCTTGGTAAAGCCTGGGGGGT 

CCCTTAGACTCTCCTGTGCAGCCTCTGGATTCACTTTCAGTAACGCCTGGATG 

AGCTGGGTCCGCCAGGCTCCAGGGAAGGGGCTGGAGTGGGTTGGCCGTATTA 

AAAGCAAAACTGATGGTGGGACAACAGACTACGCTGCACCCGTGAAAGGCA 

GATTCACCATCTCAAGAGATGATTCAAAAAACACGCTGTATCTGCAAATGAA 

CAGCCTGAAAACCGAGGACACAGCCGTGTATTACTGTACGAAACATAGTGGG 

AGCTACTACGGATACTTCCAGCACTGGGGCCAGGGCACCCTGGTCACCGTCT 

CCTCAGGGAGTGCATCCGCCCCAACCCTTTTCCCCCTCGTCTCCTGTGAGAA 

TTCC3' 



7 Light Chain (SEQ ID NO: 8) 

5'GATATTGAGCTCACTCAGTCTCCACTCTCCCTGCCCGTCACCCCTGGAGA 

GCCGGCCTCCATCTCCTGCAGGTCTAGTCAGAGCCTCCTGCATAGTAATGGAT 

ACAACTATTTGGATTGGTACCTGCAGAAGCCAGGGCAGTCTCCACAGCTCCT 

GATCTATTTGGGTTCTAATCGGGCCTCCGGGGTCCCTGACAGGTTCAGTGGCA 

GTGGATCAGGCACAGATTTTACACTGAAAATCAGCAGAGTGGAGGCTGAGGA 

TGTTGGGGTTTATTACTGCATGCAAGCTCTACAAACTCCTCGGACGTTCGGCC 

AAGGGACCAAGGTGGAAATCAAACGAACTGTGGCTGCACCATCTGTCTTCAT 

CTTCCCGCCATCTGATGAGCAGTTGAAATCTGGAACTGCCTCTGTTGTGTGCC 

TGCTGAATAACTTCTATCCCAGAGAGGCCAAAGTACAGTGGAANGTGGATAA 

CGCCCTCCAATCGGGTAACTCCCANGAGAGTGTCACAGAGCANGACAGCAA 

AGACAGCACCTACAGCCTCAGCAGCACCCTGACGCTGAGCAAAGCAGACTAC 

GAGAAACACAAAGTCTACGCCTGCGAAGTCACCCATCAAGGCCTGAGCTCGC 

CCGTC AC AAAG AGCTTC AAC AGG A3 ' 
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